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-log10 (p-value)
10 12

o
ro
I~
@
o

GO:0006955~immune response
GO:0006954~inflammatory response
GO:0007267~cell-cell signaling
GO:0070098~chemckine-mediated signaling pathway
GO:0030593~neutrophil chemotaxis
GO:004824 7~lymphocyte chemotaxis
GO:0042127~regulation of cell proliferation
GO:0002548~monocyte chemotaxis

GO:0071639~positive regulation of monocyte..
GO:000693 5~chemotaxis
GO:0010628~positive regulation of gene expression
GO:0071346~cellular response to interferon-gamma
GO:0007165~signal transduction

GO:0070374~positive regulation of ERK1 and ERK2..
G0:007134 7~cellular response to interleukin-1
GO:0050729~positive regulation of inflammatory response
GO:0050830~defense response to Gram-positive bacterium
GO:0045840~positive regulation of mitotic nuclear division

GO:0032757~positive regulation of interleukin-8..

GO:0071356~cellular response to tumor necrosis factor
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Top20 enrichment KEGG pathway
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hsa04060: Cytokine-cytokine receptor interaction
hsa05323:Rheumatoid arthritis
hsa04062:Chemokine signaling pathway
hsa05321:Inflammatory bowel disease (IBD)
hsa05133:Pertussis

hsa04630:Tak-STAT signaling pathway
hsa04940: Type I diabetes mellitus
hsa05134:Legionellosis

hsa05140:Leishmaniasis
hsa04640:Hematopoietic cell lineage

hsa05143: African trypanosomiasis
hsa05332:Graft-versus-host disease

hsa04668: TNF signaling pathway

hsa05 144:Malaria

hsa04932:Non-alcoholic fatty liver disease (NAFLD)
hsa05164:Influenza A

hsa05152:Tuberculosis

hsa05168:Herpes simplex infection
hsa05132:Salmonella infection
hsa04064:NF-kappa B signaling pathway
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Supplemental Fig. S3. Gene Ontology (GO) term enrichment analysis for biological process (A) and Kyoto Encyclopedia of Genes and
Genomes (KEGG) pathway analysis (B) of the cytokines with 1.5-fold difference between subjects with normoglycemia and patients with
prediabetes. Analysis was performed using the Database for Annotation, Visualization and Integrated Discovery (DAVID) tool with the hu-
man genome as a reference.
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